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Abstract: Objective  To investigate the distribution of pathogenic bacteria and serum miR-146a and miR-155 expression
levels and clinical significance in patients with ventilator-associated pneumonia (VAP). Methods A total of 197 patients
who were treated in Zhongshan Hospital Affiliated to Dalian University from December 2018 to April 2021 were selected as
observation objects. Among them, 107 patients meeting the diagnostic criteria of VAP were regarded as the VAP group, and
90 patients without infection were regarded as the non-VAP group. In addition, 100 health examiners during the same period
were selected as the control group. Real-time fluorescent quantitative PCR (RT-qPCR) was used to detect the expression of
serum miR-146a and miR-155; ELISA method was used to detect the levels of serum C-reaction protein (CRP) and tumor
necrosis factor-a(TNF-a ). Pearson method was used to analyze the correlation between miR-146a, miR-155 and CRP, TNF-
a, and ROC curve was used to analyze the diagnostic value of miR-146a and miR-155 for VAP. Results A total of 170
pathogenic bacteria were isolated from 107 patients. Among them, 91 were Gram-negative bacteria, accounting for 53.53%,
mainly Pseudomonas aeruginosa; 73 were Gram-positive bacteria, accounting for 42.94% , mainly Staphylococcus aureus ; 6
were fungi, accounting for 3.53%.Compared with the control group, the levels of serum miR-146a, miR-155, CRP and TNF-
a in the non-VAP group and VAP group were significantly increased, and the difference was statistically significant (P<
0.05) ; compared with the non-VAP group, the levels of serum miR-146a, miR-155, CRP and TNF-« in the VAP group

were significantly increased , and the difference was statistically significant (P<0.05) ; correlation analysis showed that the
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expression levels of serum miR-146a and miR-155 in VAP patients were positively correlated with CRP and TNF-« levels
(P<0.05) ; the sensitivity of miR-146a combined with miR-155 in the diagnosis of VAP was 87.57% , the specificity was

92.44% , and the area under the curve was 0.920. Conclusions

Gram-negative bacteria were the main pathogens in VAP

patients, and serum miR-146a and miR - 155 expression levels were elevated. The combined detection of the two had a

certain diagnostic value for VAP.
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Fig.1 The diagnostic value of miR-146a and miR-155 for VAP
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