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[Abstract] Objective: To explore the mechanism of microRNA-146b-5p (miR-146b-5p) in microglia glucose
deprivation/reoxygenation injury (OGD/R). Method: An OGD/R model of mouse microglia cell line EOC 13. 31
was established, and miR-146b-5p mimic, miR-146b-5p inhibitor and corresponding controls were transfected into
EOC 13. 31 cells and then treated with OGD/R. The expression of miR-146b-5p was detected by real-time quantita-
tive reverse transcription polymerase chain reaction (qRT-PCR) ; cell counting kit=-8 (CCK-8) was used to detect cell

viability; in situ end labeling (TUNEL) was used to detect cell apoptosis rate; enzyme-linked immunosorbent assay
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(ELISA) was used to detect the levels of superoxide substance dismutase (SOD), catalase (CAT), malondialdehyde
(MDA) , tumor necrosis factor-a (TNF-a) , interleukin 18 (IL-18) and interleukin 6 (IL-6); Western blotting meth-
od was used to detect the expression of TRAF6 protein; bioinformatics and dual luciferase reporter gene experiments
was used to analyze the relationship between miR-146b-5p and TRAF6. Results: Compared with the control group,
the expression of miR-146b-5p in OGD/R was down-regulated (P<C0. 01), and the expression of TRAF6 protein
was up-regulated (P<C0.01). Compared with the OGD/R+ NC mimic group, the survival rate of the cells in the
OGD/R-+miR-146b-5p mimic group was significantly increased (P<C0.01), the apoptosis rate was significantly re-
duced (P<C0.01), and the content of MDA was significantly reduced (P<C0. 05), the content of SOD and CAT
were significantly increased (P<C0.01), and the content of TNF-q, IL-18 and IL-6 were significantly decreased (P
<C0.05, P<C0.01), the luciferase activity of TRAF6-WT was significantly reduced (P<C0.01), and the expression
of TRAF6 protein was significantly reduced (P<C0. 01). Compared with the OGD/R+ NC inhibitor group, the sur-
vival rate of the cells in the OGD/R-+miR-146b-5p inhibitor group was significantly reduced (P<C0. 01), the apop-
tosis rate was significantly increased (P<Z0.05), and the content of MDA was significantly increased (P<C0. 01),
the content of SOD and CAT were significantly reduced (P<C0.01, P<C0.05), the content of TNF-a, IL.-18 and 1L~
6 were significantly increased (P<C0. 01, P<C0. 05), the expression of TRAF6 protein was significantly increased
(P<<0.01), and the differences were statistically significant. Conclusion: miR-146b-5p can promote the survival rate
of ODG model of microglial cells, inhibit cell apoptosis. and reduce oxidative stress and inflammatory response by
targeting TRAF6.
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